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94134104092 | pdb |2CFS| A
9139644873 | gb |ARH09756.2 |
8045487 | ref |NP_001030207.1
4183986577 | gb[AAI66563.1|
5541051 | sp | Q8VD52 | PLPP_RAT
47059486 | ref |NP_064667.2

173969720 | ref |XP_538386.2|
49591759 | ref |XP_001516666.
| 68365744 |ref |XP_689525.1
447227617 | emb | CAG09614 .1
40254507 | ref [NP_080230.2
09127253 | ref |XP_001084229.
49751060 | ref |XP_001498171.
1894743 | ref |
57123469 [ref
70040775 | ref
158287205 | re
91080661 |re
25979845 | ref
56552073 | ref
56550923 | ref
|48141571 | re:
15764708 | ref
15478226 | ref

71686686 |ref
16192161 | ref
[85083924 | re
54290287 |ref
19177328 | ref
54279300 | ref
19492483 | ref
69767790 | ref
19113047 |re
1712056 | ref |XP_|
70981582 | ref |XB_746320.1
171021791 | ref |xP_761126.1
64662311 ref |XP_00173227
69862848 | ref |XP 001838048,

ref|XP 001885204
ref|XP_568941.1

68701360 |ref ZP:0273353741

32475765 |ref |NP_868759.1
14591692 |ref |[NP_143780.1
118976804 | ref |NP_578161.1

17562458 | ref |[NP_504509.1
70580651 | ref |XP_001895356.
| 68482888 |ref |XP_714670.1
70065169 |ref |XP_001867828.
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91134104092 | pdb | 2CFS| A
gi\zssuava gb|AAH09756.2
8045487 | ref |NP_001030207.1
4183986577 | gb[AAI66563.1|
5541051 | sp | Q8VD52 | PLPP_RAT
47059486 | ref |NP_064667.2
9147682239 gb | ARH69982.1
26339864 [ref |XP_001376550.
14686325 |ref |XP_001161839.
09094184 |ref |XP 001088993 .
73969720 | ref |XP_538386.2
49591759 | ref |XP_001516666
68365744 |ref |XB_689525.1
447227617 | emb | CAG09614 .1
40254507 | ref |NP_080230.2
09127253 |ref |XP_001084229.
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-GAMARCERLRGAALRDVLGRAQGE-

MARCERLRGAALRDVVGRAQG -
MARCERLRGAALRDVLGQAQG -
MARCERLRGAALRDVLGQAQG -
MARCERLRGAALRDVLGQAQG-

MAVCERLGGNALRELLAREOG -

MAB- -BERECVALREAQTRDLEDAKEN-
“MAGAFGFRGCQKIGGAQIRSLLAN
MAEAEAGGDEARCVRLSAERAKLLLA]

49751060 | ref |XP_001498171.
1894743 | ref [NP_001025809.1
57123469 | ref |XP_001660159.
70040775 | ref |XP 001848163
ref|XP_309300.4
. ref |XP 974660.1
25979845 | ref |XP_001353955.
56552073 | ref |XP_001604657.
ref|XP 001603048
|ref |XP_393558.1
ref|XP_001193132.
ref|NP_001062708.
22| gb|ABK96026.1
ref[XP_001419146.
1| emb|CAL54968.1|
ref|XP_001703502.
j | BAA97552.1
CAO48346.1
b | ABK24589.1
ref[XP_001752953.
59464681 |ref |XP 001690570,
67516818 | ref |XP_001742750.
59476236 | ref |XP_001696217.
26132058 | ref |XP_001382554.
50419267 | ref |XP_458157.1
46412307 |ref |XP_001482125.
XP 001528050
XP_504528.1
NP 982763.1
XP_453922.1
XP_001908284.
XP_001221893.
|xP_957212.1|
54290287 | ref |XP_001545741.
19177328 | ref |XP_001240453.
54279300 | ref |XP_001540463.
19492483 | ref |XP_001263607.
69767790 | ref |XP 001818366.
119113047 |ref |NP_596255.1|
1712056 |ref |XP_001273643
70981582 | ref |XB_746320.1
171021791 | ref |xP_761126.1
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64662311 ref |XP_00173227
69862848 | ref |XP 001838048,
0107989 |ref|XP 001885204
58263062 |ref |XP_568941.1
66809307 |ref |XP_638376.1
34498699 |ref NP 902914.1
52968106 | ref|YP_001363890.
68701360 | ref|2P 02733637.1
32475765 | ref |NP_868759.1
14591692 |ref [NP_143780.1
18976804 | ref NP 578161.1
114521805 | ref [NP_127281.1
59898116 | ref|YP_001544363.
183581417 | dbj | BAG29888.1 |
ref|ZP_02839909.1
ref|YP 001636398
ref|2P_01516436.1
ref|YP_074615.1
ref |NP_279720.1
ref|XP_001297981.
ref|XP 001674235,
117562458 | ref |NP_504509.1
70580651 | ref |XP_001895356.
68482888 | ref |XP_714670.1
70065169 | ref |XP_001867828.
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94134104092 | pdb |2CFS| A
9139644873 | gb |ARH09756.2 |
8045487 | ref |NP_001030207.1
4183986577 | gb[AAI66563.1|
5541051 | sp | Q8VD52 | PLPP_RAT
47059486 | ref |NP_064667.2
9147682239 gb | ARH69982.1
ref|XP_001376550.
ref|XP_001161839.
ref|XP 001088993,
73969720 | ref |XP_538386.2
49591759 | ref |XP_001516666 .
| 68365744 |ref |XP_689525.1
1]47227617 | emb | CAG09614 .1
40254507 | ref |NP_080230.2

49751060 | ref
1894743 | ref |
57123469 [ref
70040775 | ref
158287205 | re
91080661 |re
25979845 | ref
56552073 | ref
56550923 | ref
|48141571 | re:
15764708 | ref
15478226 | ref |NP_
4|118488422 | gb |ABK96026.1
45349451 [ref|XP_001419146.
| 116059261 | emb | CAL54968.1]
59491082 ref |XP_001703502.
gi|8885622|dbj |BAA97552.1
emb |CAO48346.1
b | ABK24589.1
ref[XP_001752953.
ref|XP 001690570
ref |XP_001742750.
ref|XP_001696217.
ref|XP_001382554.
|ref |XP_458157.1
ref|XP_001482125.
ref|XP 001528050
XP_504528.1
ref NP 982763.1
ref |XP 453922.1
71686686 |ref |XP_001908284.
16192161 ref |XP 001221893.
| 85083924 |ref |XP_957212.1]
54290287 | ref |XP_001545741.
19177328 | ref |XP_001240453.
54279300 | ref |XP_001540463.
19492483 | ref |XP_001263607.
69767790 | ref |XP 001818366.
19113047 [ref |NP_596255.1]
1712056 |ref |XP_001273643
70981582 | ref |XB_746320.1
171021791 | ref |xP_761126.1
64662311 ref |XP_00173227
69862848 | ref |XP 001838048,

ref|XP 001885204
ref|XP_568941.1
ref |XP_638376.1

68701360 | ref|2P 02733637.1

32475765 | ref |NP_868759.1
14591692 |ref [NP_143780.1
18976804 | ref NP 578161.1
114521805 | ref [NP_127281.1
59898116 | ref|YP_001544363.
183581417 | dbj | BAG29888.1 |

17562458 | ref |[NP_504509.1
70580651 | ref |XP_001895356.
| 68482888 |ref |XP_714670.1
70065169 |ref |XP_001867828.
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94134104092 | pdb |2CFS| A 298
9139644873 | gb |ARH09756.2 | 176
8045487 | ref |NP_001030207.1 296
4183986577 | gb[AAI66563.1| 292
5541051 | sp | Q8VD52 | PLPP_RAT 309
47059486 | ref |[NP_064667.2| -- 292
gi|47682239 233
26339864 |ref 289
14686325 |ref 669
09094184 | ref 757
173969720 | re. 703
49591759 | ref |XP 109
| 68365744 |ref |XP_689525.1 308
1]47227617 | emb | CAG09614 .1 302
40254507 |ref |[NP_080230.2| - 321
09127253 |ref |XP_001084229. 453
49751060 | ref |XP_001498171. - 233
1894743 | ref |NP_001025809.1 -CPARQGLV! 312
57123469 [ref |XP_001660159. -DAEIKQCV] 317
70040775 | ref |XP_001848163. -DEETRRLVP] 306
158287205 |ref |XP_309300.4 322
| 91080661 |ref |xp 974660.1 305
25979845 | ref . 320
56552073 | ref |XP 001604657, -KGSP--ILPI 306
56550923 | ref |XP 001603048, -PNS---IL 304
|48141571 |ref |XP_393558.1| -INTKNLII 307
15764708 | ref |XP_001193132. -KEKERELV! 306
15478226 | ref | NP 001062708 --T 325
i|118488422 | gb | ABK96026.1| 304
45349451 |ref 308
| 116059261 | emb | CAL54968.1] 342
59491082 |ref 330
gi|8885622|dbj 289

157330634 | emb 362
i|116787644 | 372
68000499 | ref 313
59464681 |ref 304
67516818 | ref 301
59476236 | ref 347
26132058 | ref 308
| 50419267 |re 308
46412307 [ref 310
49247275 | ref 309

50554239 |re: 299

45185046 | ref 309

50307857 |re: 309
71686686 | ref 308
16192161 |ref 294
|85083924 | re: 306
54290287 |ref 319
19177328 |ref 306
54279300 |ref 307
19492483 |ref 318

9767790 | ref 306

19113047 [re 298

1712056 | ref |XP_ 333
| 7098158 XB_ 331
71021791 |ref |xp 761126.1 697
64662311 | ref |XP_00173227 320
69862848 |ref |XP 001838048 301
70107989 | ref | XP 001885204 303

58263062 |ref |XP_568941.1 312

66809307 |ref |XP_638376.1 303

34498699 |ref NP 902914. 315
52968106 |ref |YP_001363890. 259
68701360 | ref |ZP_02733637.1 282

32475765 | ref |NP_868759.1 283

14591692 |ref |NP_143780.1 263
18976804 |ref NP 578161.1 273

262
266
348
335
264
263
257
288
282
X 335

|17562458 | ref |[NP_504509.1 322
70580651 | ref |XP_001895356. 301
| 68482888 |ref |XP_714670.1] 321
70065169 |ref |XP_001867828. 304
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